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VREfm was first isolated in Europe and the United States by the end of the 1980s because of mis- * Results of clinical and molecular epidemiology approach are shown in Table 1.
use and overuse of antibiotics in livestock and hospital settings. (1) Enterococcus spp. genus 1s 3
ranked as the fifth most frequently i1dentified pathogens among agents responsible for HAIs, ac- = |2 s 255 25 lZslsl 2z | o | E ; z
cording to the latest report of the Centers for Disease Control and Prevention (CDC) (2,3). It be- 2 ESTIMATED ROUTES | & % = = ® SAEEERE g o E E ; =g
longs to the ESKAPE bacteria which have the ability to “escape” from most of the currently avail- " OFIRASMBRION 1 2 15 g2 2 =155/ |33 ;é = | 5 |EZ¢
able antibiotics; This is why, in March 2017, the WHO included Vancomycin-resistant Enterococ- 1 —
ci (VRE) as priority pathogen for research and development of new therapeutic options within the 0 — . - I NIRRT
health-care setting, as an urgent measure of global public health. (4). This tendency 1s also ob- 2012 2013 2014 2015 2016 P3| - o | s | v A - ] - -
served 1n Colombia where Enterococcus spp. was classified amongst the five most common mi- A ol < | 2 QW 4| 256 | 64 | VanA
croorganisms related to HAIs during the past years. (5) The purpose of this study is to describe m Efm @ VREfm el I I e e Bl K
the spread of VREfm occurred at a 802-bed hospital in Bogota during 2016 using molecular and — e . PR D 555162 22 zzi
epidemiological approaches. Figure 2. Annual incidence of Enterococcus faecium in the Hospital in Bogota, ——ml s | : W x| | w | A [ >512] 32 | vama
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The antimicrobial resistance (AMR) 1s a public health problem directly related with the attending MATE RIAL AN D METH ODS ;4 2 W < | s | u | 4| 256 | 32 | vama
medical practice and the abuse of prescribing antimicrobial drugs in situations they do not repre- —p15 | 1 Gl < | : [TOR s [ 256 [ 22 [ vana
sent a health benefit. Microorganisms with extended antimicrobial resistance patterns are a threat The present study was conducted in an 802-bed, tertiary-care teaching Hospital, in Bogota, Table 1. Clonal profiles by MLVF related with epidemiological and microbiological
to the current global epidemiological transition (communicable diseases to non-communicable Colombia. data. 1. Estimated probability of transmission routes, according to Clonal profiles by

diseases) and it 1s estimated for the year 2050 that infectious diseases could reemerge as main
cause of mortality in the world due to the limited therapeutic spectrum (6,7).

MLVF and epidemiological data. 2. PATIENT, “p” refers to isolates obtained from out-
break patients (isolates from the first and third patients were not included because no

For the microbiology study and molecular typing, a total of thirteen13 nonduplicated VREfm
isolates were recovered in a 2-month period from the 15 outbreak patients. Isolates from the

In COlOmbia the ﬁrSt VREfm iSOlatiOIl was fOUﬂd in 1998 from a hOSpital in Medellin, and from first and thlrd patients of the outbreak were not included in the molecular approach Since lt Samples .VVCI'C recovered from them) 3 CLONAL PROFILE accordlng MLVF. We ldentl_
then, 1t has spread all around the country. (Figure 1). Within our Hospital, the first documented was not possible to recover at least one sample. Antimicrobial drugs sensibility was deter- ﬂed 4 d}fferent clongl proﬁles. 4',MORTA,LITY expresses the number of patient who
Efm was 1dentified in January 2001 and 1t was followed by the first VREfm in August of the same mined by two different techniques: automatized method with VITEK 2 system (software ver- died during the studied period of time studied. 5. SOURCE OF INFECTION refers the
year. During May 2016, the first VREfm outbreak was identified as consequence of an abrupt in- sion 1.02 bioMérieux, USA), and manual microdilution methods for glycopeptide susceptibil- estimated location from where patient acquired infection; H: Intrahospital, EH: Out-
tI'OdUCtiOn Of thlS microorganism dsS ONnc Of the main causcs Of HAIS in the HOSpital. (Figure 2) lty of Vancomycin and Teicoplanin, based on Clinical Laboratory Standards Institute (CLSI) thospltal' 6 CLINICAL STATUSIX Chnlcal lnf?Ctlona CL baCterlal COlOl’llZﬂthl’l. 7.
Historically in Colombia, strategies for identification and control of infectious diseases outbreaks 2014 criteria. Multiple locus Variable Number Tandem Repeats fingerprinting (MLVF) was EVARDz H(J)fsp1t:11 {1 ((:){)Jrs gv %{?&?&:ﬁlgiﬁgigbgamed'hEI;' .Enlfletrgency room. Sg.cond
has been focused on clinical and epidemiological perspectives due to the higher costs and low the typing method we finally adapted to determinate clonality, and presence or absence of 0 Oi( ) re der%Vo (U fracheal 1 Oflg)mb\lN 1; éso a;e;v a,S4 r(e}c]::f)lzfl.erled ' ﬁvr'
availability of molecular biology techniques (8-12). Translational medicine with its “bench-to- VanA genes was evaluated by PCR. gical wound (W), urine (U), orotracheal sample (OT), blood (B). 9. Van - LGCTILIT

cation of VanA gene. 10-11. MIC VAN/TEC: Vancomycin and Teicoplanin MICs accord-
ing to microdilutions. 12. LEVEL OF VAN R- level of vancomycin- resistant according
to MICs, classified as High (H) and Medium (M).

DISCUSSION

bedside” approach has been acquiring recent significance in the health-care setting, with main
goal to contribute with strategies for disease treatment and prevention working through molecular
biology techniques.(12) The present study aims at characterizing an epidemiological outbreak by
Vancomycin-resistant Enterococcus faecium (VREfm), inside the hospital with the largest in-
stalled bed capacity in Colombia during 2016 using the clonal analysis with Multiple locus Varia-
ble Number Tandem Repeats fingerprinting (MLVF) and an epidemiologic follow-up.
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For the transmission analysis, Hospital tracking information was obtained from medical rec-
ords of all patients belonging the outbreak (15 patients). We adopted the time-location-
molecular (TLM) algorithm, described and implemented by Willmann ef a/ (34) in Germany
in 2015.

Molecular results obtained in this study allowed us to achieve our goal to describe the VREfm
spread; four (4) different clonalities were 1dentified by MLVE, 69% (9 isolates) belonged to clone
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o 95 Nacional de Salud, Colom- 1. These .ﬁndmgs mdlcates a .IIlIXGd spread. of VREfm qlones across the hosplta}, with .only one
s bia. Selfomade structure representing the main proportion of clones identified in 1solates. When we associated this data to
3 600 20 N ' ber of VREfn isol ' clinical epidemiology tracking (patient’s location during hospitalization), mostly of patients were
B 500 15 umoer-o % 1150 ates not directly exposed to each other, but remained hospitalized in same floor wards by at least 24
= 400 reported to the National Ins-

hours; Additionally, lack of spread in three and four clonal profiles suggests an adequate terminal
titute of Health in Colombia room cleaning within the Hospital wards, leading to the reduction of these strains to keep on
5 between years 2014-2016, i : spreading. This suggests cross-contamination between patients via healthcare workers by a lack
0 discriminated by Vancomy- Figure 3. VREfm isolation in BD Enterococcosel Agar . adherence to epidemiological sanitary measurements to prevent Health Care Associated Infections

cin resistance patterns. in Hospital settings, as hand washing and an appropriate using of medical devices could lead to
the spread of VREfm strains. Further reasons for this almost unique clone spread could be ex-
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